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	Duke University, Durham, NC
	B.A.
	1974
	Zoology & Chem.

	Harvard University, Cambridge, MA
	PhD.
	1984
	Biochem. & Mol. Biol. 


A. Positions: 
1984 Scientist, Biogen Research Corporation, Cambridge, MA

1985-1986 Research Fellow, Anatomy, Univ. Calif., San Francisco, CA
1986-1998 Assistant/Associate Professor of Genetics, Harvard Medical School, Boston, MA
1997-present Director of the Lipper Center for Computational Genetics, Boston, MA
1998-present Professor of Genetics, Harvard Medical School, Boston, MA
2002-present  Director of the Harvard/MIT DOE Genomes-to-Life Center

2004-present  Director of the Harvard/MIT/WashU NHGRI CEGS

2006-present Senior Associate of Broad Inst. of Harvard & MIT (1990 Genome Center Co-founder) 

Honors, Awards, & Scientific Memberships:  

1974-1975 National Science Foundation Predoctoral Fellow 

1985-1986 Life Sciences Research Foundation Fellow

1976 National Science Foundation Program Project Grant Review Committee

1986-1997 Howard Hughes Medical Institute

1988,1992,1994 Department of Energy Genome Project Grant Review Committee

1990 NIH Genome Study Section Grant Review 

1990 Co-founder of MIT, Stanford, & GTC Genome Sequencing Centers

1994-1997 National Center for Human Genome Research Review Committee 

2001-present NIH BISTI, Pioneer, DOE Sloan Fellow grant review committees

Editorial Boards Nature/EMBO-MSB, Genome Biology, Omics, BioMedNet

Editorial Reviewer Nature (&NG, NB), Science, PNAS, Genome Research, NAR

Scientific Boards: LS9, 23andme, Knome, Genomatica, CodonDevices, Joule, CompleteGenomics, Sigma-Aldrich, Halcyon
2008 World Economic Forum Technology Pioneer Award (LS9 & 23andme)

2009 American Society for Microbiology Biotechnology Research Award
B. Selected peer-reviewed publications. (also see http://arep.med.harvard.edu)
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197. Li JB, Levanon EY, Yoon J-K, Aach J, Xie B, LeProust E, Zhang K, Gao Y, Church GM (2009) Genome-wide Identification of Human RNA Editing Sites by Massively Parallel DNA Capturing and Sequencing. Science 324(5931):1210-3. 
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168. Church GM, Porreca GJ, Terry RC, Lares M (2008) High-speed imaging for DNA sequencing. Biophotonics 
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164. Porreca GJ, Zhang K, Li JB, Xie B, Austin D, Vassallo SL, LeProust EM, Peck BJ, Emig CJ, Dahl F, Yuan Gao Y, Church GM, Shendure, J (2007) Multiplex amplification of large sets of human exons. Nat Methods. 2007 Nov;4(11):931-6. (Supplement) 
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162. Nardi V, Raz T, Chao X, Wu CJ, Stone RM, Cortes J, Deininger MWN, Church G, Zhu J and Daley GQ (2007) Monitoring resistance to kinase inhibitors with polony technology: towards personalized therapy for CML patients. Oncogene. 6 Aug issue. (Supplement) 
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159. Debbie Lindell D, Jaffe JD, Coleman ML, Futschik ME, Axmann IM, Rector T, Kettler G, Sullivan MB, Steen R, Hess WR, Church GM, Sallie W. Chisholm SW (2007) Genome-Wide Expression Dynamics of a Marine Virus and its Host Reveal Features of Co-evolution. Nature. 449(7158):83-6. (Supplement). 
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157. Kim JB, Porreca GJ, Gorham JM, Church GM, Seidman CE, Seidman JG (2007) Polony multiplex analysis of gene expression (PMAGE) in a mouse model of hypertrophic cardiomyopathy. Science Jun 8; 316(5830):1481-4. 

156. Bakal C, Aach J, Church GM, Perrimon, N (2007) Defining the Components Of Local Signaling Networks That Regulate Cell Morphology Using Quantitative Morphological Signatures. Science Jun 22; 316(5832):1753-6. Supplement 

155. de Magalhaes JP, Church GM. (2007) Analyses of human-chimpanzee orthologous gene pairs to explore evolutionary hypotheses of aging. Mech Ageing Dev. 128(5-6):355-64. 

154. Magalhaes JP, Costa J, Church GM (2007) An analysis of the relation between metabolism, developmental schedules, and longevity using phylogenetic independent contrasts, J Gerontol A Biol Sci Med Sci. 62(2):149-60. 

147. Forster AC, Church GM. (2006) Synthetic biology projects in vitro. Genome Res. 17(1):1-6. 
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145. Tolonen AC, Aach J, Lindell D, Johnson ZI, Rector T, Steen R, Church GM, Chisholm SW. 

Global gene expression of Prochlorococcus ecotypes in response to changes in nitrogen availability. Mol Syst Biol. 2006;2:53. Epub 2006 Oct 3. 

144. Derti A, Roth FP, Church GM, Wu CT. (2006) Mammalian ultraconserved elements are strongly depleted among segmental duplications and copy number variants. Nat Genet. 38(10):1216-20. 

143. Turner DJ, Shendure J, Porreca G, Church G, Green P, Tyler-Smith C, Hurles ME (2006) Assaying chromosomal inversions by single-molecule haplotyping. Nat Methods. Jun;3(6):439-45. 

142. Jaffe, J, Mani, DR, Leptos, K, Church, GM, Carr SA (2006) PEPPeR: A platform for experimental proteomic pattern recognition. Mol Cell Proteomics. 2006 Jul 19; 
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139. Kuo W, Liu F, Jenssen T, Trimarchi J, Punzo C, Lombardi M, Sarang J, Maysuria M, Serikawa K, Lee SY, McCrann D, Kang J, Shearstone J, Burke J, Park D, Choi S, Perrin S, Church GM, Bumgarner R, Cepko, C (2006) A sequence oriented comparison of gene expression measurements across different hybridization-based technologies. Nature Biotech. Jul;24(7):832-840. 
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137. Forster, AC & Church, GM (2005) Toward Synthesis of a Minimal Cell. Nature-EMBO-Molecular Systems Biology 2 doi:10.1038/msb4100090. (supplement). 

C.  Research Support:
Ongoing:
DE-FG02-03ER63445 (GTL)  


2/01/2003 – 1/31/2011  





DOE-GTL       









PI: George Church Lab

Title: Microbial Ecology, Proteogenomics & Computational Optima

Our role in this Project is to study proteomics and cell models for Prochlorococcus and Pseudomonas

SA5283-11210 (NSF)       



7/01/2006 – 6/30/2011  





NSF        
PI: Jay Keasling (UC Berkeley)
Title: Synthetic Biology Engineering Research Center (SynBERC)

Our role is to develop synthetic bacterial genome “chasses” for safe use in mammals

W911NF-08-1-0254 (DARPA)

     6/27/2008 - 1/31/2010












PI: Neil Gershenfeld
(MIT)




Title:” Milli-Biology: Programmed Assembly of Engineered Materials”

51784 Grand Challenges Explorations –Phase I
Bill & Melinda Gates Foundation
     

10/01/2008 - 9/30/2009





PI: George Church 


      

Title: Structural and Functional Metagenomics of the Antibiotic Resistome

Goal: Goal is to identify, study and limit emerging drug resistance using a combined  high-throughput

experimental and computational strategy.

RO1 HL 094963- 01 (NHLBI)

NIH - NHLBI







9/30/2008 - 6/30/2010



PI: George Church 



Title: Targeted 2nd generation sequencing in phenotyped Framingham & PGP populations

Goal: We propose to develop, demonstrate, and validate a pipeline for high-throughput, low-cost targeted resequencing of all human exons based on next-generation (gen2) sequencing techniques in support of the long term goal of enabling sequencing to be used routinely to characterize genotypes and genetic variation in genome-wide medical targets for large populations of individuals
AG-SS-2084-08 (Ellison)

  


11/01/2008 -10/30/2012




The Ellison Medical Foundation




PI: George Church 




Title: Establishment and Functional Characterization of a Large DNA Fragment Resource from the Long-lived Naked Mole-Rat for Comparison with Mice.

The main goal of this project is the identification and characterization of naked mole-rat genes that contributed to the evolution of a long lifespan in this species.
P50 HG003170 (CEGS)   



5/01/2004 – 4/30/2010  ( no cost extension)






NIH - NHGRI      

PI: George Church 

Title: Molecular and Genomic Imaging Center

Our role is to develop polony technology for resequencing of DNA and RNA in stem cells

OVERLAP: None
Completed:
5U24CA126554 (CGCC)   



9/28/2006 – 8/31/2009  







NIH - NIC       

PI: Raju Kucherlapati  (BWH)

Title: Cancer Genome Characterization Centers

Our role is to quantitate RNA for cancer by using polony sequencing.
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