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A. Personal Statement:
The goal of our part of the proposed research is to develop enabling technology for human genome sequencing and interpretation.  Specifically, we plan to focus on large-scale data sets and community software for integrating omic, environmental and trait data.  From my thesis to the present my group and I have pioneered many of the 2nd & 3rd -generation sequencing including pore, EM, polymerase, and ligase technologies [1,10] and applications to miRNAs[5], CpG mutations[6], drug resistance[2], RNA-editing[4] and RNA Allelotyping[8]. Computation has played huge role in nearly all paper have this laboratory.  Translation of technologies into clinical and commercial sector has been a priority (advising and/or licensing to 15 nextgen sequencing companies, BGmedicine, PharmoRx, and Knome).  I have also developed ELSI proposals[7] which deal with the challenge of making data and c ells broadly available without overpromising on privacy.  This lead to PersonalGenomes.org which has over 15,000 volunteers and a growing international consortium.
B. Positions and Honors: 
1984 Scientist, Biogen Research Corporation, Cambridge, MA

1985-1986 Research Fellow, Anatomy, Univ. Calif., San Francisco, CA
1986-1998 Assistant/Associate Professor of Genetics, Harvard Medical School, Boston, MA
1997-present Director of the Lipper Center for Computational Genetics, Boston, MA
1998-present Professor of Genetics, Harvard Medical School, Boston, MA
2002-present  Director of the Harvard/MIT DOE Genomes-to-Life Center

2004-present  Director of the Harvard/MIT/WashU NHGRI CEGS

2006-present Senior Associate of Broad Inst. of Harvard & MIT (1990 Genome Center Co-founder) 

Honors, Awards, & Scientific Memberships:  

1974-1975 National Science Foundation Predoctoral Fellow 

1985-1986 Life Sciences Research Foundation Fellow

1976 National Science Foundation Program Project Grant Review Committee

1986-1997 Howard Hughes Medical Institute

1988,1992,1994 Department of Energy Genome Project Grant Review Committee

1990 NIH Genome Study Section Grant Review 

1990 Co-founder of MIT, Stanford, & GTC Genome Sequencing Centers

1994-1997 National Center for Human Genome Research Review Committee 

2001-present NIH BISTI, Pioneer, grant review committees, NHLBI BEE, NAS committees
Editorial Boards Nature/EMBO-MSB, Genome Biology, Omics, BioMedNet

Scientific Boards: LS9, 23andme, Knome, Genomatica, JouleBio, CompleteGenomics, Sigma-Aldrich, Halcyon
2008 World Economic Forum Technology Pioneer Awards (LS9 & 23andme)

2009 American Society for Microbiology Biotechnology Research Award
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