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Professor
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	EDUCATION/TRAINING  (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.)

	INSTITUTION AND LOCATION
	DEGREE

(if applicable)
	YEAR(s)
	FIELD OF STUDY

	Duke University, Durham, NC
	B.A.
	1974
	Zoology & Chem.

	Harvard University, Cambridge, MA
	PhD.
	1984
	Biochem. & Mol. Biol. 

	
	
	
	


A. Positions: 
1984 Scientist, Biogen Research Corporation, Cambridge, MA

1985-1986 Research Fellow, Anatomy, Univ. Calif., San Francisco, CA
1986-1998 Assistant/Associate Professor of Genetics, Harvard Medical School, Boston, MA
1997-present Director of the Lipper Center for Computational Genetics, Boston, MA
1998-present Professor of Genetics, Harvard Medical School, Boston, MA
2002-present  Director of the Harvard/MIT DOE Genomes-to-Life Center

2004-present  Director of the Harvard/MIT/WashU NHGRI CEGS

2006-present Senior Associate of Broad Inst. of Harvard & MIT (1990 Genome Center Co-founder) 

Honors, Awards, & Scientific Memberships:  

1974-1975 National Science Foundation Predoctoral Fellow 

1985-1986 Life Sciences Research Foundation Fellow

1976 National Science Foundation Program Project Grant Review Committee

1986-1997 Howard Hughes Medical Institute

1988,1992,1994 Department of Energy Genome Project Grant Review Committee

1990 NIH Genome Study Section Grant Review 

1990 Co-founder of MIT, Stanford, & GTC Genome Sequencing Centers

1994-1997 National Center for Human Genome Research  Review Committee 

2001-present NIH BISTI, Pioneer, DOE-Sloan, Gates Foundation, NHLBI-BEE grant reviews

Editorial Boards Nature/EMBO-MSB, Genome Biology, Omics, BioMedNet

Editorial Reviewer Nature (&NG, NB), Science, PNAS, Genome Research, NAR

Scientific Boards Helicos, Genomatica, LS9, Knome, 23andme, DNAdirect,
B. Selected peer-reviewed publications. (also see http://arep.med.harvard.edu)
199. Friedland AE, Lu TK, Wang X, Shi D, Church GM, Collins J (2009) Synthetic Gene Networks that Count. Science, (in press) 

198. Wang HH, Isaacs FJ, Forest CR, Sun ZZ, Xu G, Church GM (2009) Multiplexed Genome Engineering and Directed Evolution Nature (in press) 

197. Li JB, Levanon EY, Yoon J-K, Aach J, Xie B, LeProust E, Zhang K, Gao Y, Church GM (2009) Genome-wide Identification of Human RNA Editing Sites by Massively Parallel DNA Capturing and Sequencing. Science (in press)
196. Kim JI, et al. (2009) A highly annotated whole genome sequence of a Korean Individual. Nature (in press) 

190. Sandgren A, Strong M, Muthukrishnan P, Weiner BK, Church GM, Murray MB. Tuberculosis drug resistance mutation database. PLoS Med. 2009 Feb 10;6(2):e2. PMID: 19209951
189. de Magalhaes JP, Curado J, Church GM (2009) Meta-analysis of age-related gene expression profiles identifies common signatures of aging. Bioinformatics. Feb 2. PMID: 19189975 

184. Ball ,MP, Li JB, Gao Y, Lee J, LeProust E, Park I-H, Xie B, Daley GQ, Church GM (2009) Targeted and whole-genome methylomics reveals gene-body signatures in human cell lines. Nature Biotechnol 27:361-8. 
174. Schwartz D, Chou MF, Church GM (2008) Predicting protein post-translational modifications using meta-analysis of proteome-scale data sets. Mol Cell Proteomics. 8(2):365-79. http://motif-x.med.harvard.edu/ 

169. Vigneault F, Sismour AM, Church GM. (Sep 2008) Efficient microRNA capture and barcoding via enzymatic oligonucleotide adenylation. Nature Methods 5, 777 - 779. PMID: 18711363

167. Dantas G, Sommer MO, Oluwasegun RD, Church GM. Bacteria subsisting on antibiotics. Science. 2008 Apr 4;320(5872):100-3. PMID: 18388292

162. Nardi V, Raz T, Chao X, Wu CJ, Stone RM, Cortes J, Deininger MWN, Church G, Zhu J and Daley GQ (2007) Monitoring resistance to kinase inhibitors with polony technology: towards personalized therapy for CML patients. Oncogene 27(6):775-82. PMID: 17684485
161. Conrad C, Zhu J, Conrad C, Schoenfeld D, Fang Z, Ingelsson M, Stamm S, Church G, Hyman BT (2007) Single Molecule Profiling of tau Gene Expression in Alzheimer's Disease. J. Neurochem 103(3):1228-36.. 

160. Wright MA, Kharchenko P, Church GM, Segre D. Chromosomal periodicity of evolutionarily conserved gene pairs. Proc Natl Acad Sci  2007 Jun 19;104(25):10559-64. 

159. Lindell D, Jaffe JD, Coleman ML, Futschik ME, Axmann IM, Rector T, Kettler G, Sullivan MB, Steen R, Hess WR, Church GM, Sallie W. Chisholm SW (2007) Genome-Wide Expression Dynamics of a Marine Virus and its Host Reveal Features of Co-evolution. Nature. 449(7158):83-6. 

158. Bugl H, Danner JP, Molinari RJ, Mulligan JT, Park H-O, Reichert B, Roth DA, Wagner R, Budowle B, Scripp RM, Smith JAL, Steele SJ, Church G, Endy D (2007) DNA synthesis and biological security Nat Biotechnol. 25(6):627-629. 

157. Kim JB, Porreca GJ, Gorham JM, Church GM, Seidman CE, Seidman JG (2007) Polony multiplex analysis of gene expression (PMAGE) in a mouse model of hypertrophic cardiomyopathy. Science Jun 8; 316(5830):1481-4. 

156. Bakal C, Aach J, Church GM, Perrimon, N (2007) Defining the Components Of Local Signaling Networks That Regulate Cell Morphology Using Quantitative Morphological Signatures. Science 316(5832):1753-6.

130. Shendure, J, Porreca, GJ, Reppas, NB, Lin, X, McCutcheon, JP, Rosenbaum, AM, Wang, MD , Zhang, K, Mitra, RD, Church, GM (2005) Accurate Multiplex Polony Sequencing of an Evolved Bacterial Genome Science 309(5741):1728-32. 

C.  Research Support:
DE-FG02-03ER63445 (GTL)  


2/01/2003 – 1/31/2011  





DOE-GTL       









PI: George Church Lab

Title: Microbial Ecology, Proteogenomics & Computational Optima

Our role in this Project is to study proteomics and cell models for Prochlorococcus and Pseudomonas

P50 HG003170 (CEGS)   



5/01/2004 – 4/30/2009  





NIH - NHGRI      

PI: George Church 

Title: Molecular and Genomic Imaging Center

Our role is to develop polony technology for resequencing of DNA and RNA in stem cells

SA5283-11210 (NSF)       



7/01/2006 – 6/30/2011  





NSF        
PI: Jay Keasling ( UC Berkeley)
Title: Synthetic Biology Engineering Research Center (SynBERC)

Our role is to develop synthetic bacterial genome “chasses” for safe use in mammals

5U24CA126554 (CGCC)   



9/28/2006 – 8/31/2009  






NIH - NCI       

PI: Raju Kucherlapati  (BWH)

Title: Cancer Genome Characterization Centers

Our role is to quantitate RNA for cancer by using next-generation sequencing

W911NF-08-1-0254 (DARPA)

     6/27/2008 - 4/30/2010












PI: Neil Gershenfeld
(MIT)




Title:” Milli-Biology: Programmed Assembly of Engineered Materials”

51784 Grand Challenges Explorations (GATES)
Bill & Melinda Gates Foundation
     

10/01/2008 - 9/30/2009





PI: George Church 


      

Title: Structural and Functional Metagenomics of the Antibiotic Resistome

Goal: Goal is to identify, study and limit emerging drug resistance using a combined  high-throughput

experimental and computational strategy.

RO1 HL 094963- 01 (NHLBI)

NIH - NHLBI







9/30/2008 - 6/30/2010



PI: George Church 



Title: Targeted 2nd generation sequencing in phenotyped Framingham & PGP populations

Goal: We propose to develop, demonstrate, and validate a pipeline for high-throughput, low-cost targeted resequencing of all human exons based on next-generation (gen2) sequencing techniques in support of the long term goal of enabling sequencing to be used routinely to characterize genotypes and genetic variation in genome-wide medical targets for large populations of individuals
AG-SS-2084-08 (Ellison)

  


11/01/2008 -10/30/2012




The Ellison Medical Foundation




PI: George Church 




Title: Establishment and Functional Characterization of a Large DNA Fragment Resource from the Long-lived Naked Mole-Rat for Comparison with Mice.

The main goal of this project is the identification and characterization of naked mole-rat genes that contributed to the evolution of a long lifespan in this species.
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