
 Sequence 	 	 Score      13  15  16  64  89  90  105 137 141 164 190 215 235
 --------------------------------------------------------------------------------
 RBSB_ECOLI     	 (9.45)      N   F   F   H   D   R   N   A   R   F   N   D   Q
 RBSB_SALTY   	 (9.42)      N   F   F   H   D   R   N   A   R   F   N   D   Q
 RBSB_HAEIN   	 (9.08)      N   F   F   H   D   R   N   A   R   F   N   D   Q
 2636121	      	 (8.72)      N   F   F   H   D   R   N   A   R   F   N   D   Q
 RBSR_BACSU 	   	 (5.49)      N   F   F   A   D   R   G   T   R   F   N   D   Q
 797337	 	  	 (5.10)      N   Y   F   S   D   R   N   S   R   W   D   D   Q
 3282331	 	  	 (4.99)      N   Y   S   H   D   R   N   S   R   T   N   D   Q 
 SCRR_PEDPE   	 (4.60)      N   F   F   H   D   R   N   P   R   L   D   D   Q
 KDGR_BACSU 	   	 (4.59)      N   F   S   H   D   R   N   S   E   V   N   D   Q
 SACR_LACLA   	 (4.28)      N   F   Y   H   D   R   N   P   R   W   D   D   Q
 3288619	 	  	 (4.21)      D   F   F   H   A   R   H   A   R   F   N   D   Q
 DEGA_BACSU	 	 (3.45)      N   F   Y   A   S   Q   D   G   R   F   N   D   Q
 2612909	 	 	 (2.91)      H   F   F   M   N   R   D   S   R   Y   N   D   R
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