Sequence 0 [ Score 13 15 16 64 89 90 105 137 141 164 190 215 235

RBSB_ECOLI 0 (9. 45) N'FIF H bR NA RIF N D O
RBSB SALTY O (9.42) N F'F H D R N A R F N D O
RBSB HAEIN O  (9.08) N F ' F H D R N A R F N D O
26361210 O (8.72) N F'F H D R N A R F N D O
RBSR BACSU O O (5. 49) N F F A D R G T R F N D Q
7973370 O O (5.10) N Y F S D R N S R W MO D Q
328233100 O (4.99) N Y ®&® H b R N S R (MOIN D Q
SCRR PEDPE 0O (4.60) N FIE H D R N ® R|/L O D Q
KDGR BACSU 0 [0 (4.59) N F ® H b R NS ® V N D Q
SACR LACLA O (4.28) N'FY H DR N®RW®O D Q
328861900 O (4.21) ®® F F H® R HA R F N D Q
DEGA BACSUD O (3.45) NN F 'Y A S Q D G R F N D Q
261290900 O  (2.91) H FI/F M N R DI'S R 'Y N D R
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H-bond acceptor

H-bond donor

Hydrophobic contact




